
Product Instructions

MPNTray™ (97-well)

Intended Use
MPNTray is a sterile multi-well tray used for enumeration of total coliforms and E. coli in a 100 mL water sample by the most probable 
number (MPN) method. A basic knowledge of microbiology is recommended before using MPNTray. Additional training is available 
by contacting Neogen® Technical Services.

Storage Requirements
Store at room temperature 18–25°C, away from light and moisture.

Materials Provided
MPNTray (97-well) (700007707)

Materials Required, Not Provided
1.	 Media such as Colitag™ (700002857, 700002856)

2.	 Multi-well tray sealer

3.	 Incubator capable of maintaining 35°C ± 0.5°

4.	 Long wavelength (365 nanometer), 6-watt UV lamp

5.	 UV protective safety glasses

6.	 Sample containers large enough to collect a 100 mL water sample (700006475, 700004091, 100001421, 700004089, 700004088)

Precautions
1.	 Do not use components beyond expiration date.

2.	 Use of incubation times or temperatures other than those specified may cause erroneous results.

3.	 Good microbiological laboratory practices should be used where appropriate.

Instructions for Use
1.	 Aseptically dissolve the contents of 1 media packet into a 100 mL water sample.

2.	 Ensure that the sample mixture has been vigorously shaken before dispensing into the MPNTray.

3.	 Use one hand to hold the MPNTray upright. Squeeze MPNTray so that the center bends towards the palm while pulling the foil 
tab to create an opening. Avoid contacting the surface area on the inside of the tray.

4.	 Pour the sample mixture directly into the MPNTray while avoiding contact with the foil tab. Tap the small wells of the tray to 
release any air bubbles that may have formed.

5.	 Fit the tray into the sealer insert, well-side down. Place the sealer insert with the MPNTray into the sealer with the tray oriented 
so the smallest wells are drawn in first. Feed into the sealer until the motor grabs the insert.

6.	 After the tray is heat-sealed, remove the tray and incubate according to media procedure. Trays should be placed in the incubator 
to allow for consistent and accurate incubation temperature. Trays should not be stacked more than four high.
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Interpretation of Results
Following incubation, reactions are read for each well. Based on the combination of positive wells the MPN can be derived from 
Neogen’s MPN table.

Disposal
Dispose test samples in accordance with all applicable local, state, and federal regulations.

Customer Service
Neogen Customer and Technical Services can be contacted through neogen.com and product training is available by request.

Safety Data Sheets (SDS) Information Available
SDS are available for all test kits at neogen.com or by calling 800.234.5333 or 517.372.9200.

Terms and Conditions
Neogen’s full terms and conditions are available online.

Warranty
Neogen makes no warranty of any kind, either expressed or implied, except that the materials from which its products are made 
are of standard quality. If any materials are defective, Neogen will provide a replacement of the product. Buyer assumes all risk 
and liability resulting from the use of this product. There is no warranty of merchantability of this product, or of the fitness of the
product for any purpose. Neogen shall not be liable for any damages, including special or consequential damage, or expense 
arising directly or indirectly from the use of this product.
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97-Well MPN Table
Positive Small Wells
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0 <1 1.0 2.0 3.0 4.0 5.0 6.0 7.0 8.0 9.0 10.0 11.0 12.0 13.0 14.1 15.1 16.1 17.1 18.1 19.1 20.2 21.2 22.2 23.3 24.3

1 1.0 2.0 3.0 4.0 5.0 6.0 7.1 8.1 9.1 10.1 11.1 12.1 13.2 14.2 15.2 16.2 17.3 18.3 19.3 20.4 21.4 22.4 23.5 24.5 25.6

2 2.0 3.0 4.1 5.1 6.1 7.1 8.1 9.2 10.2 11.2 12.2 13.3 14.3 15.4 16.4 17.4 18.5 19.5 20.6 21.6 22.7 23.7 24.8 25.8 26.9

3 3.1 4.1 5.1 6.1 7.2 8.2 9.2 10.3 11.3 12.4 13.4 14.5 15.5 16.5 17.6 18.6 19.7 20.8 21.8 22.9 23.9 25.0 26.1 27.1 28.2

4 4.1 5.2 6.2 7.2 8.3 9.3 10.4 11.4 12.5 13.5 14.6 15.6 16.7 17.8 18.8 19.9 21.0 22.0 23.1 24.2 25.3 26.3 27.4 28.5 29.6

5 5.2 6.3 7.3 8.4 9.4 10.5 11.5 12.6 13.7 14.7 15.8 16.9 17.9 19.0 20.1 21.2 22.2 23.3 24.4 25.5 26.6 27.7 28.8 29.9 31.0

6 6.3 7.4 8.4 9.5 10.6 11.6 12.7 13.8 14.9 16.0 17.0 18.1 19.2 20.3 21.4 22.5 23.6 24.7 25.8 26.9 28.0 29.1 30.2 31.3 32.4

7 7.5 8.5 9.6 10.7 11.8 12.8 13.9 15.0 16.1 17.2 18.3 19.4 20.5 21.6 22.7 23.8 24.9 26.0 27.1 28.3 29.4 30.5 31.6 32.8 33.9

8 8.6 9.7 10.8 11.9 13.0 14.1 15.2 16.3 17.4 18.5 19.6 20.7 21.8 22.9 24.1 25.2 26.3 27.4 28.6 29.7 30.8 32.0 33.1 34.3 35.4

9 9.8 10.9 12.0 13.1 14.2 15.3 16.4 17.6 18.7 19.8 20.9 22.0 23.2 24.3 25.4 26.6 27.7 28.9 30.0 31.2 32.3 33.5 34.6 35.8 37.0

10 11.0 12.1 13.2 14.4 15.5 16.6 17.7 18.9 20.0 21.1 22.3 23.4 24.6 25.7 26.9 28.0 29.2 30.3 31.5 32.7 33.8 35.0 36.2 37.4 38.6

11 12.2 13.4 14.5 15.6 16.8 17.9 19.1 20.2 21.4 22.5 23.7 24.8 26.0 27.2 28.3 29.5 30.7 31.9 33.0 34.2 35.4 36.6 37.8 39.0 40.2

12 13.5 14.6 15.8 16.9 18.1 19.3 20.4 21.6 22.8 23.9 25.1 26.3 27.5 28.6 29.8 31.0 32.2 33.4 34.6 35.8 37.0 38.2 39.5 40.7 41.9

13 14.8 16.0 17.1 18.3 19.5 20.6 21.8 23.0 24.2 25.4 26.6 27.8 29.0 30.2 31.4 32.6 33.8 35.0 36.2 37.5 38.7 39.9 41.2 42.4 43.6

14 16.1 17.3 18.5 19.7 20.9 22.1 23.3 24.5 25.7 26.9 28.1 29.3 30.5 31.7 33.0 34.2 35.4 36.7 37.9 39.1 40.4 41.6 42.9 44.2 45.4

15 17.5 18.7 19.9 21.1 22.3 23.5 24.7 25.9 27.2 28.4 29.6 30.9 32.1 33.3 34.6 35.8 37.1 38.4 39.6 40.9 42.2 43.4 44.7 46.0 47.3

16 18.9 20.1 21.3 22.6 23.8 25.0 26.2 27.5 28.7 30.0 31.2 32.5 33.7 35.0 36.3 37.5 38.8 40.1 41.4 42.7 44.0 45.3 46.6 47.9 49.2

17 20.3 21.6 22.8 24.1 25.3 26.6 27.8 29.1 30.3 31.6 32.9 34.1 35.4 36.7 38.0 39.3 40.6 41.9 43.2 44.5 45.9 47.2 48.5 49.8 51.2

18 21.8 23.1 24.3 25.6 26.9 28.1 29.4 30.7 32.0 33.3 34.6 35.9 37.2 38.5 39.8 41.1 42.4 43.8 45.1 46.5 47.8 49.2 50.5 51.9 53.2

19 23.3 24.6 25.9 27.2 28.5 29.8 31.1 32.4 33.7 35.0 36.3 37.6 39.0 40.3 41.6 43.0 44.3 45.7 47.1 48.4 49.8 51.2 52.6 54.0 55.4

20 24.9 26.2 27.5 28.8 30.1 31.5 32.8 34.1 35.4 36.8 38.1 39.5 40.8 42.2 43.6 44.9 46.3 47.7 49.1 50.5 51.9 53.3 54.7 56.1 57.6

21 26.5 27.9 29.2 30.5 31.8 33.2 34.5 35.9 37.3 38.6 40.0 41.4 42.8 44.1 45.5 46.9 48.4 49.8 51.2 52.6 54.1 55.5 56.9 58.4 59.9

22 28.2 29.5 30.9 32.3 33.6 35.0 36.4 37.7 39.1 40.5 41.9 43.3 44.8 46.2 47.6 49.0 50.5 51.9 53.4 54.8 56.3 57.8 59.3 60.8 62.3

23 29.9 31.3 32.7 34.1 35.5 36.8 38.3 39.7 41.1 42.5 43.9 45.4 46.8 48.3 49.7 51.2 52.7 54.2 55.6 57.1 58.6 60.2 61.7 63.2 64.7

24 31.7 33.1 34.5 35.9 37.3 38.8 40.2 41.7 43.1 44.6 46.0 47.5 49.0 50.5 52.0 53.5 55.0 56.5 58.0 59.5 61.1 62.6 64.2 65.8 67.3

25 33.6 35.0 36.4 37.9 39.3 40.8 42.2 43.7 45.2 46.7 48.2 49.7 51.2 52.7 54.3 55.8 57.3 58.9 60.5 62.0 63.6 65.2 66.8 68.4 70.0

26 35.5 36.9 38.4 39.9 41.4 42.8 44.3 45.9 47.4 48.9 50.4 52.0 53.5 55.1 56.7 58.2 59.8 61.4 63.0 64.7 66.3 67.9 69.6 71.2 72.9

27 37.4 38.9 40.4 42.0 43.5 45.0 46.5 48.1 49.6 51.2 52.8 54.4 56.0 57.6 59.2 60.8 62.4 64.1 65.7 67.4 69.1 70.8 72.5 74.2 75.9

28 39.5 41.0 42.6 44.1 45.7 47.3 48.8 50.4 52.0 53.6 55.2 56.9 58.5 60.2 61.8 63.5 65.2 66.9 68.6 70.3 72.0 73.7 75.5 77.3 79.0

29 41.7 43.2 44.8 46.4 48.0 49.6 51.2 52.8 54.5 56.1 57.8 59.5 61.2 62.9 64.6 66.3 68.0 69.8 71.5 73.3 75.1 76.9 78.7 80.5 82.4

30 43.9 45.5 47.1 48.7 50.4 52.0 53.7 55.4 57.1 58.8 60.5 62.2 64.0 65.7 67.5 69.3 71.0 72.9 74.7 76.5 78.3 80.2 82.1 84.0 85.9

31 46.2 47.9 49.5 51.2 52.9 54.6 56.3 58.1 59.8 61.6 63.3 65.1 66.9 68.7 70.5 72.4 74.2 76.1 78.0 79.9 81.8 83.7 85.7 87.6 89.6

32 48.7 50.4 52.1 53.8 55.6 57.3 59.1 60.9 62.7 64.5 66.3 68.2 70.0 71.9 73.8 75.7 77.6 79.5 81.5 83.5 85.4 87.5 89.5 91.5 93.6

33 51.2 53.0 54.8 56.5 58.3 60.2 62.0 63.8 65.7 67.6 69.5 71.4 73.3 75.2 77.2 79.2 81.2 83.2 85.2 87.3 89.3 91.4 93.6 95.7 97.8

34 53.9 55.7 57.6 59.4 61.3 63.1 65.0 67.0 68.9 70.8 72.8 74.8 76.8 78.8 80.8 82.9 85.0 87.1 89.2 91.4 93.5 95.7 97.9 100.2 102.4

35 56.8 58.6 60.5 62.4 64.4 66.3 68.3 70.3 72.3 74.3 76.3 78.4 80.5 82.6 84.7 86.9 89.1 91.3 93.5 95.7 98.0 100.3 102.6 105.0 107.3

36 59.8 61.7 63.7 65.7 67.7 69.7 71.7 73.8 75.9 78.0 80.1 82.3 84.5 86.7 88.9 91.2 93.5 95.8 98.1 100.5 102.9 105.3 107.7 110.2 112.7

37 62.9 65.0 67.0 69.1 71.2 73.3 75.4 77.6 79.8 82.0 84.2 86.5 88.8 91.1 93.4 95.8 98.2 100.6 103.1 105.6 108.1 110.7 113.3 115.9 118.6

38 66.3 68.4 70.6 72.7 74.9 77.1 79.4 81.6 83.9 86.2 88.6 91.0 93.4 95.8 98.3 100.8 103.4 105.9 108.6 111.2 113.9 116.6 119.4 122.2 125.0

39 70.0 72.2 74.4 76.7 78.9 81.3 83.6 86.0 88.4 90.9 93.4 95.9 98.4 101.0 103.6 106.3 109.0 111.8 114.6 117.4 120.3 123.2 126.1 129.2 132.2

40 73.8 76.2 78.5 80.9 83.3 85.7 88.2 90.8 93.3 95.9 98.5 101.2 103.9 106.7 109.5 112.4 115.3 118.2 121.2 124.3 127.4 130.5 133.7 137.0 140.3

41 78.0 80.5 83.0 85.5 88.0 90.6 93.3 95.9 98.7 101.4 104.3 107.1 110.0 113.0 116.0 119.1 122.2 125.4 128.7 132.0 135.4 138.8 142.3 145.9 149.5

42 82.6 85.2 87.8 90.5 93.2 96.0 98.8 101.7 104.6 107.6 110.6 113.7 116.9 120.1 123.4 126.7 130.1 133.6 137.2 140.8 144.5 148.3 152.2 156.1 160.2

43 87.6 90.4 93.2 96.0 99.0 101.9 105.0 108.1 111.2 114.5 117.8 121.1 124.6 128.1 131.7 135.4 139.1 143.0 147.0 151.0 155.2 159.4 163.8 168.2 172.8

44 93.1 96.1 99.1 102.2 105.4 108.6 111.9 115.3 118.7 122.3 125.9 129.6 133.4 137.4 141.4 145.5 149.7 154.1 158.5 163.1 167.9 172.7 177.7 182.9 188.2

45 99.3 102.5 105.8 109.2 112.6 116.2 119.8 123.6 127.4 131.4 135.4 139.6 143.9 148.3 152.9 157.6 162.4 167.4 172.6 178.0 183.5 189.2 195.1 201.2 207.5

46 106.3 109.8 113.4 117.2 121.0 125.0 129.1 133.3 137.6 142.1 146.7 151.5 156.5 161.6 167.0 172.5 178.2 184.2 190.4 196.8 203.5 210.5 217.8 225.4 233.3

47 114.3 118.3 122.4 126.6 130.9 135.4 140.1 145.0 150.0 155.3 160.7 166.4 172.3 178.5 185.0 191.8 198.9 206.4 214.2 222.4 231.0 240.0 249.5 259.5 270.0

48 123.9 128.4 133.1 137.9 143.0 148.3 153.9 159.7 165.8 172.2 178.9 186.0 193.5 201.4 209.8 218.7 228.2 238.2 248.9 260.3 272.3 285.1 298.7 313.0 328.2

49 135.5 140.8 146.4 152.3 158.5 165.0 172.0 179.3 187.2 195.6 204.6 214.3 224.7 235.9 248.1 261.3 275.5 290.9 307.6 325.5 344.8 365.4 387.3 410.6 435.2

*Reference: Bacteriological Analytical Manual. Appendix 2: Most Probable Number from Serial Dilutions August 2023. (page 4)



Neogen Corporation, 620 Lesher Place, Lansing, MI 48912 USA. 
© Neogen Corporation 2025. All rights reserved. Neogen is a registered trademark and Colitag and MPNTray are trademarks of Neogen Corporation.	 SP00055A_1025 

Positive Small Wells
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0 25.3 26.4 27.4 28.4 29.5 30.5 31.5 32.6 33.6 34.7 35.7 36.8 37.8 38.9 40.0 41.0 42.1 43.1 44.2 45.3 46.3 47.4 48.5 49.5

1 26.6 27.7 28.7 29.8 30.8 31.9 32.9 34.0 35.0 36.1 37.2 38.2 39.3 40.4 41.4 42.5 43.6 44.7 45.7 46.8 47.9 49.0 50.1 51.2

2 27.9 29.0 30.0 31.1 32.2 33.2 34.3 35.4 36.5 37.5 38.6 39.7 40.8 41.9 43.0 44.0 45.1 46.2 47.3 48.4 49.5 50.6 51.7 52.8

3 29.3 30.4 31.4 32.5 33.6 34.7 35.8 36.8 37.9 39.0 40.1 41.2 42.3 43.4 44.5 45.6 46.7 47.8 48.9 50.0 51.2 52.3 53.4 54.5

4 30.7 31.8 32.8 33.9 35.0 36.1 37.2 38.3 39.4 40.5 41.6 42.8 43.9 45.0 46.1 47.2 48.3 49.5 50.6 51.7 52.9 54.0 55.1 56.3

5 32.1 33.2 34.3 35.4 36.5 37.6 38.7 39.9 41.0 42.1 43.2 44.4 45.5 46.6 47.7 48.9 50.0 51.2 52.3 53.5 54.6 55.8 56.9 58.1

6 33.5 34.7 35.8 36.9 38.0 39.2 40.3 41.4 42.6 43.7 44.8 46.0 47.1 48.3 49.4 50.6 51.7 52.9 54.1 55.2 56.4 57.6 58.7 59.9

7 35.0 36.2 37.3 38.4 39.6 40.7 41.9 43.0 44.2 45.3 46.5 47.7 48.8 50.0 51.2 52.3 53.5 54.7 55.9 57.1 58.3 59.4 60.6 61.8

8 36.6 37.7 38.9 40.0 41.2 42.3 43.5 44.7 45.9 47.0 48.2 49.4 50.6 51.8 53.0 54.1 55.3 56.5 57.7 59.0 60.2 61.4 62.6 63.8

9 38.1 39.3 40.5 41.6 42.8 44.0 45.2 46.4 47.6 48.8 50.0 51.2 52.4 53.6 54.8 56.0 57.2 58.4 59.7 60.9 62.1 63.4 64.6 65.8

10 39.7 40.9 42.1 43.3 44.5 45.7 46.9 48.1 49.3 50.6 51.8 53.0 54.2 55.5 56.7 57.9 59.2 60.4 61.7 62.9 64.2 65.4 66.7 67.9

11 41.4 42.6 43.8 45.0 46.3 47.5 48.7 49.9 51.2 52.4 53.7 54.9 56.1 57.4 58.6 59.9 61.2 62.4 63.7 65.0 66.3 67.5 68.8 70.1

12 43.1 44.3 45.6 46.8 48.1 49.3 50.6 51.8 53.1 54.3 55.6 56.8 58.1 59.4 60.7 62.0 63.2 64.5 65.8 67.1 68.4 69.7 71.0 72.4

13 44.9 46.1 47.4 48.6 49.9 51.2 52.5 53.7 55.0 56.3 57.6 58.9 60.2 61.5 62.8 64.1 65.4 66.7 68.0 69.3 70.7 72.0 73.3 74.7

14 46.7 48.0 49.3 50.5 51.8 53.1 54.4 55.7 57.0 58.3 59.6 60.9 62.3 63.6 64.9 66.3 67.6 68.9 70.3 71.6 73.0 74.4 75.7 77.1

15 48.6 49.9 51.2 52.5 53.8 55.1 56.4 57.8 59.1 60.4 61.8 63.1 64.5 65.8 67.2 68.5 69.9 71.3 72.6 74.0 75.4 76.8 78.2 79.6

16 50.5 51.8 53.2 54.5 55.8 57.2 58.5 59.9 61.2 62.6 64.0 65.3 66.7 68.1 69.5 70.9 72.3 73.7 75.1 76.5 77.9 79.3 80.8 82.2

17 52.5 53.9 55.2 56.6 58.0 59.3 60.7 62.1 63.5 64.9 66.3 67.7 69.1 70.5 71.9 73.3 74.8 76.2 77.6 79.1 80.5 82.0 83.5 84.9

18 54.6 56.0 57.4 58.8 60.2 61.6 63.0 64.4 65.8 67.2 68.6 70.1 71.5 73.0 74.4 75.9 77.3 78.8 80.3 81.8 83.3 84.8 86.3 87.8

19 56.8 58.2 59.6 61.0 62.4 63.9 65.3 66.8 68.2 69.7 71.1 72.6 74.1 75.5 77.0 78.5 80.0 81.5 83.1 84.6 86.1 87.6 89.2 90.7

20 59.0 60.4 61.9 63.3 64.8 66.3 67.7 69.2 70.7 72.2 73.7 75.2 76.7 78.2 79.8 81.3 82.8 84.4 85.9 87.5 89.1 90.7 92.2 93.8

21 61.3 62.8 64.3 65.8 67.3 68.8 70.3 71.8 73.3 74.9 76.4 77.9 79.5 81.1 82.6 84.2 85.8 87.4 89.0 90.6 92.2 93.8 95.4 97.1

22 63.8 65.3 66.8 68.3 69.8 71.4 72.9 74.5 76.1 77.6 79.2 80.8 82.4 84.0 85.6 87.2 88.9 90.5 92.1 93.8 95.5 97.1 98.8 100.5

23 66.3 67.8 69.4 71.0 72.5 74.1 75.7 77.3 78.9 80.5 82.2 83.8 85.4 87.1 88.7 90.4 92.1 93.8 95.5 97.2 98.9 100.6 102.4 104.1

24 68.9 70.5 72.1 73.7 75.3 77.0 78.6 80.3 81.9 83.6 85.2 86.9 88.6 90.3 92.0 93.8 95.5 97.2 99.0 100.7 102.5 104.3 106.1 107.9

25 71.7 73.3 75.0 76.6 78.3 80.0 81.7 83.3 85.1 86.8 88.5 90.2 92.0 93.7 95.5 97.3 99.1 100.9 102.7 104.5 106.3 108.2 110.0 111.9

26 74.6 76.3 78.0 79.7 81.4 83.1 84.8 86.6 88.4 90.1 91.9 93.7 95.5 97.3 99.2 101.0 102.9 104.7 106.6 108.5 110.4 112.3 114.2 116.2

27 77.6 79.4 81.1 82.9 84.6 86.4 88.2 90.0 91.9 93.7 95.5 97.4 99.3 101.2 103.1 105.0 106.9 108.8 110.8 112.7 114.7 116.7 118.7 120.7

28 80.8 82.6 84.4 86.3 88.1 89.9 91.8 93.7 95.6 97.5 99.4 101.3 103.3 105.2 107.2 109.2 111.2 113.2 115.2 117.3 119.3 121.4 123.5 125.6

29 84.2 86.1 87.9 89.8 91.7 93.7 95.6 97.5 99.5 101.5 103.5 105.5 107.5 109.5 111.6 113.7 115.7 117.8 120.0 122.1 124.2 126.4 128.6 130.8

30 87.8 89.7 91.7 93.6 95.6 97.6 99.6 101.6 103.7 105.7 107.8 109.9 112.0 114.2 116.3 118.5 120.6 122.8 125.1 127.3 129.5 131.8 134.1 136.4

31 91.6 93.6 95.6 97.7 99.7 101.8 103.9 106.0 108.2 110.3 112.5 114.7 116.9 119.1 121.4 123.6 125.9 128.2 130.5 132.9 135.3 137.7 140.1 142.5

32 95.7 97.8 99.9 102.0 104.2 106.3 108.5 110.7 113.0 115.2 117.5 119.8 122.1 124.5 126.8 129.2 131.6 134.0 136.5 139.0 141.5 144.0 146.6 149.1

33 100.0 102.2 104.4 106.6 108.9 111.2 113.5 115.8 118.2 120.5 122.9 125.4 127.8 130.3 132.8 135.3 137.8 140.4 143.0 145.6 148.3 150.9 153.7 156.4

34 104.7 107.0 109.3 111.7 114.0 116.4 118.9 121.3 123.8 126.3 128.8 131.4 134.0 136.6 139.2 141.9 144.6 147.4 150.1 152.9 155.7 158.6 161.5 164.4

35 109.7 112.2 114.6 117.1 119.6 122.2 124.7 127.3 129.9 132.6 135.3 138.0 140.8 143.6 146.4 149.2 152.1 155.0 158.0 161.0 164.0 167.1 170.2 173.3

36 115.2 117.8 120.4 123.0 125.7 128.4 131.1 133.9 136.7 139.5 142.4 145.3 148.3 151.3 154.3 157.3 160.5 163.6 166.8 170.0 173.3 176.6 179.9 183.3

37 121.3 124.0 126.8 129.6 132.4 135.3 138.2 141.2 144.2 147.3 150.3 153.5 156.7 159.9 163.1 166.5 169.8 173.2 176.7 180.2 183.7 187.3 191.0 194.7

38 127.9 130.8 133.8 136.8 139.9 143.0 146.2 149.4 152.6 155.9 159.2 162.6 166.1 169.6 173.2 176.8 180.4 184.2 188.0 191.8 195.7 199.7 203.7 207.7

39 135.3 138.5 141.7 145.0 148.3 151.7 155.1 158.6 162.1 165.7 169.4 173.1 176.9 180.7 184.7 188.7 192.7 196.8 201.0 205.3 209.6 214.0 218.5 223.0

40 143.7 147.1 150.6 154.2 157.8 161.5 165.3 169.1 173.0 177.0 181.1 185.2 189.4 193.7 198.1 202.5 207.1 211.7 216.4 221.1 226.0 231.0 236.0 241.1

41 153.2 157.0 160.9 164.8 168.9 173.0 177.2 181.5 185.8 190.3 194.8 199.5 204.2 209.1 214.0 219.1 224.2 229.4 234.8 240.2 245.8 251.5 257.2 263.1

42 164.3 168.6 172.9 177.3 181.9 186.5 191.3 196.1 201.1 206.2 211.4 216.7 222.2 227.7 233.4 239.2 245.2 251.3 257.5 263.8 270.3 276.9 283.6 290.5

43 177.5 182.3 187.3 192.4 197.6 202.9 208.4 214.0 219.8 225.8 231.8 238.1 244.5 251.0 257.7 264.6 271.7 278.9 286.3 293.8 301.5 309.4 317.4 325.7

44 193.6 199.3 205.1 211.0 217.2 223.5 230.0 236.7 243.6 250.8 258.1 265.6 273.3 281.2 289.4 297.8 306.3 315.1 324.1 333.3 342.8 352.4 362.3 372.4

45 214.1 220.9 227.9 235.2 242.7 250.4 258.4 266.7 275.3 284.1 293.3 302.6 312.3 322.3 332.5 343.0 353.8 364.9 376.2 387.9 399.8 412.0 424.5 437.4

46 241.5 250.0 258.9 268.2 277.8 287.8 298.1 308.8 319.9 331.4 343.3 355.5 368.1 381.1 394.5 408.3 422.5 437.1 452.0 467.4 483.3 499.6 516.3 533.5

47 280.9 292.4 304.4 316.9 330.0 343.6 357.8 372.5 387.7 403.4 419.8 436.6 454.1 472.1 490.7 509.9 529.8 550.4 571.7 593.8 616.7 640.5 665.3 691.0

48 344.1 360.9 378.4 396.8 416.0 436.0 456.9 478.6 501.2 524.7 549.3 574.8 601.5 629.4 658.6 689.3 721.5 755.6 791.5 829.7 870.4 913.9 960.6 1011.2

49 461.1 488.4 517.2 547.5 579.4 613.1 648.8 686.7 727.0 770.1 816.4 866.4 920.8 980.4 1046.2 1119.9 1203.3 1299.7 1413.6 1553.1 1732.9 1986.3 2419.6 >2419.6

*Reference: Bacteriological Analytical Manual. Appendix 2: Most Probable Number from Serial Dilutions August 2023. (page 4)


